Supplementary tables and figures
. sgRNA designed against E/R fusion sequence. Two custom-designed single guide RNAs (sgRNAs) were designed to genetically inactivate the E/R oncogene. These specific sgRNAs direct Cas9 to the E/R fusion sequence. G1 sgRNA, directed at the end of exon 5 of ETV6 and G2 directed to intronic region before the fusion point between ETV6 and RUNX1. Table S2 . Possible off-targets of the sgRNAs. The possible off-targets of the sgRNAs used obtained from "Breaking Cas" website (http://bioinfogp.cnb.csic.es/tools/breakingcas/) were checked by PCR and sanger sequencing. Two pairs of oligonucleotides were designed for each off-target region. Table S3 . Genes significantly deregulated after E/R fusion gene abrogation. List of 342 genes significantly deregulated after E/R fusion gene abrogation sorted according to the decreasing value of the FC. The TP50 of deregulated genes are shaded in grey. In the following columns from left to right, the mean of normalized counts of all samples (baseMean); log2-Fold Change (log2FC); log2FC unshrunk, Pvalue and adjusted P value. box plot, after being sacrificed at day 48 (group 1 and 2) or day 62 day (group 3 and 4). In this image, the mean of the sizes of the tumors is represented by box plot. In each group they are compared according to the cells injected in those mice. All the mice belonging to the same group were sacrificed on the same day.
Each group had 4 replicates. *P<0.05 (unpaired t-test) . 
